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%% 1. KEGG MEDICUS & —& ¥ DO H#HER

2018/4/1 | 2019/4/1 | 2020/4/1 | 2021/4/1 | 2022/4/1 | 2023/4/1
KEGG NETWORK (N) 296 690 1,011 1,312 1,408 |1,349+702
(nt) 88 114 128 133 151
KEGG VARIANT 135 245 415 441 456 928
KEGG DISEASE 2,036 2,298 2,402 2,498 2,551 2,627
(nt linked) 143 174 175 417
KEGG DRUG 10,506 10,955 11,240 11,448 11,873 12,101
KEGG DGROUP 2,052 2,206 2,274 2,318 2,384 2,426
(N) - Network element
(nt) - Network variation map
7 2. KEGG MEDICUS 7 =7 ¥ A h~D T 7 2%k (7 B M) OHER
2018 4EFE | 2019 4EFE | 2020 4 | 2021 4EFE | 2022 4FJE
RIREES 1,341,147 | 2,425,518 | 1,956,422 | 1,964,636 | 2,862,801
e 2,321,565 | 4,691,379 | 3,668,175 | 3,744,592 | 6,088,038
T 3,733,736 | 7,657,800 | 6,519,650 | 6,570,287 | 10,985,920
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K[GG‘ KEGG Viruses

[ Brite menu | Copy URL | Help ]

in Taxonomic Ranks - vg:944565

¥ Option -

One-click mode
Row border shading
Pruning neighbor

¥ Search Ed

¥ ID search =+

-

¥ Join

K21037
voc30
vocs0
voc70
Host

YYYYYYYYYY < >

¥ dsDNA-RT viruses
¥ Riboviria
¥ Pararnavirae
¥ Artverviricota
¥ Revtraviricetes
¥ Blubervirales
¥ Hepadnaviridae
¥ Avihepadnavirus

¥ 12639 Duck hepatitis B virus
259931 Ross's goose hepatitis B virus
259898 Sheldgoose hepatitis B virus [TAX:2598..
89623 Snow goose hepatitis B wvirus [TAX:89%9623..
28300 Heron hepatitis B wvirus [TAX:28300]
1128118 Parrot hepatitis B virus
2018685 Tinamou hepatitis B virus

¥ Herpetohepadnavirus

2169919 Tibetan frog hepatitis B virus

¥ Metahepadnavirus

2169918 Bluegill hepatitis B virus [TAX:2169918..

¥ Orthohepadnavirus

2163996 Capuchin monkey hepatitis B wirus [TAX:..

¥ Domestic cat hepatitis B virus
2107574 Domestic cat hepadnavirus
10406 Ground squirrel hepatitis virus
[GN:T40004] [TAX:10407]..

10407 Hepatitis B virus

2050037 Long=fingered bat hepatitis B virus
2049933 Pomona bat hepatitis B wvirus [TAXK:20499..
1508710 Roundleaf bat hepatitis B virus [TAX:15..

1508711 Horseshoe bat hepatitis B wvirus [TAX:..
1508712 Tent-making bat hepatitis B wvirus [TAX:..
35269 Woodchuck hepatitis wirus [TAX:35269]
68416 Woolly monkey hepatitis B virus

-«

¥ Parahepadnavirus

1690672 White sucker hepatitis B virus

[TAX:12639] [RS:NC..

K21037 voc3i0 voc50 woc70 Host

v s Animals; Birds; Anas

v s Animals; Birds; Anser rossii

v s Animals; Birds; Chloephaga

v s Animals; Birds; Anser caerulescens

v s Animals; Birds; Ardeidae

v s Animals; Birds; Psittacula krameri

v s Animals; Birds; Eudromia elegans

v s Animals; Amphibians; Nanorana parkeri

v s Animals; Fishes; Lepomis macrochirus

v s s v Animals; Mammals; Sapajus xanthosternos

v s o Animals; Mammals; Felis catus

v s v Animals; Mammals; Otospermophilus beecheyi

v s s v Animals; Mammals; Pan troglodytes
Animals; Mammals; Homo sapiens

v s e Animals; Mammals; Miniopterus fuliginosus

v s o Animals; Mammals; Hipposideros pomona

v s v Animals; Mammals; Hipposideros cf. ruber

v s o Animals; Mammals; Rhinolophus alcyone

v s v Animals; Mammals; Uroderma bilobatum

v s o Animals; Mammals; Marmota monax

v s s v Animals; Mammals; Lagothrix lagotricha

v s Animals; Fishes; Catostomus commersonii

1. VOC (Virus ortholog cluster) % Virus taxonomy (237~ L7= /3]
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