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FR AL L TR STV D, wwPDB Tl 7 — 2 A EEATO R ZRIC LD T —FRGEED
IO DERERRG AT T F—AE L OIS TSV THEET — IR DIRGEEL R
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3-1) A -WHEE aa=T 1 L OB KOG E S E O

PDB OEWNFEHZE B CThHRKIRK 7 & A Bt R BB RS T — 2~ — R
PR 12 A 30 42 2 A 28 HEER 31 422 A 5 HICRfEL, ¥EE2 Tl —Pnb
DELRT RAHAEAT ST, B VFERICHHREDREOK 72D IO T S TR TR R R A %)
BANCRIF L, EW TR BINT D728 LT T30 AT DAY SO/ 5EE L5 A
RHaEAToT, FIHE TR E T OB —CHE 2OV TE, BET—~2E 2T
BAMEL Th Rk 30 4F 2 A 20 FUERSRAIAIZOUWT, SRk 31 45 2 H 19 HIE NMR
REERRATIZ DU C) =W — ORI FIEEC AM BRI LS TD,

T A B EE OFMHRTHL A R TRl AR AERFEOFESHPITT, #45
FoFarvIF =L T, T =28~ DOREG I L T — 25 5 EH 28 T
7REEBBILEMEL Q2T Fio, 7 —2FIRFE OFANEA TH D B ALY ELS:
ETIE—FERICDDB] L LTI Far I —2BHEL ., A ERERAES RS
IZBWTh Ty Far eI —2mERELC FIAZEOFRET 7 — D THED T, PDB
j Mine2 <> web (ZFIH#E D75 & Sk L7z EA L TVD,

3-2) 7T —E2OE Rk FEHEE

2017 ENLIFHLNT )T —2EJE AL TV, HEE - B IRICEL RV L H O
kST, ZO%L, FLWT T —2EF T 53, WEE DYV — ek L T
VW5, 2019 4F 10 A (KK TR L 72 wwPDB O & 55425 TlZ. PDB China & PDB
India B NZAFHEL TWHZ L —T N E N KIRIZH &, wwPDB OFEH A THIEE A
NIZ PDB O#L A% 32§ 2 BARAY 72 FIARCER FEE I - DUV Cilam A T2 72, 2020 FEHIC
F#lZ PDB China 237 —#LBEA AR CEH LS, PDB) Ll > CAME BRI 1 T%
TIETHD,

(2) THRLT DT —F =25 | D HLERARFFHIRER TH->TH H OF R
LR

(3) HALHERE T 275 A DMLDF — 50 DBCLS LDEHE
HALHEE 7 0T WO AR T F— L8 C, G425 T PDB 7 —X0OHE7 1
TN CHELZHED TWD, R FF—20 L H—{EWFJE A2, PDBj @ consultant |ZFET:L
T =72 &, wwPDB O RS remediation [ZEEFIZEL TR RZL QW20 T0D,
FEMET — L, BET—2Et DBCLS O L N -HEBEZ O W /10 T, RDF {LL7cT —X D
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2019 4ERE
byl 2016 FEE 2017 4EEE 2018 FEE (9 KR
a2=—7 P 43,915 44,811 46,651 58,551
R—=TH 1,439,400 1,419,731 2,073,618 1,926,928
(2) ¥

IR EL, XU EBIT 2018 FLEIT 46% LA EHIINULTZ, A7 ey =7 MBHAR AR, R
KD/ —=h =P A2 [Fl—ar T Y ERMEL TWAZEARTEIZH L L T, PDBj OF
HZERL TV, HEMHEL WD AR TS, B ZIKE HERYY=, B 2&%%%@?
&2\ EmEREEREEG RSN, 2017 FITEAFEES AALEY THRITBWTT
E— /W% T2 &, 2019 4 1 H 1T Nucleic Acids Research it~ wwPDB partnershlpi
£53 7= PDB OBURETEE J7#1% FE L7= Primary citation &725 B SCAH# L2 L
HEL-LEbhs,

2. Znfih

wwPDB TiI&/ N —h = A MNIELEl—DT —#% ftp VA M TREEL TWDI LA
KT, ftp DF T —REITHOWTIE, wwPDB /38— h—H A hO A FHE TR ET D78
WAL (K4 5),

FBED wwPDB 77RO ftp YA+ (ftp:/ /ftp.wwpdb.org) I3k [E RCSB PDB ® UCSD #
A MBI CAFIE T D, £, 4% Journal 2>HDV 7 5EEL T, wwPDB 772K DOI lan
ding page Z LA CTHEfFL T 2019 4F 10 A DI fiABMA L (K4 T : 2 E Ik E YA
MZU7E T ),
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PDB Core Archive Downloads

Total FTP Total
Year Total Archive Website
2018 749,356,769 N/A N/A
2017 679,421,200 454,723,083 224,698,117
2016 591,876,087 366,677,897 225,198,190
2015 534,339,871 368,244,766 166,095,105
2014 512,227,251 339,193,721 173,033,530
2013 441,262,210 296,176,290 145,085,920
2012 376,944,070 255,837,735 121,106,335
2011 383,131,048 276,952,286 106,178,762
2010 294,326,976 213,180,966 81,146,010
2009 328,362,536 271,116,934 57,245,602

More than 2 million/day!

N.B.: Some 2018 data estimated due to
GDPR. Hope to be on track for 2019->.

wwPDB DOI Resolution

= PDB ID with DOI
10.2210/pdb5AT1/
pdb

= Redirect>wwPDB

landing page via
CrossRef (doi.org)
Provides access to
all data files and
websites.
Communication

plan with journals
under development

ELp

%ok

Ty - 5AT1

Summary infermation

(Status - Released)

Tite:
STRUGTURAL CONSEQUENCES OF EFFECTOR BINDING TO THE T STATE OF ASPARTATE CARBAMOYLTRANSFERASE

CRYSTAL STRUCTURES OF THE UNLIGATED AND ATP-, AND CTP-COMPLEXED ENZYHES AT 2.6-ANGSTROMS

RESOLUTION

DOI: 10.2210/pdbSatlipes

DO 10,1021 1004282018
tevens. J.E. Gouau. WN. Lipscomd

1 Januay 1000

F)
1 data (POBMMCIF)
t(7oF)

Links to more resources for GATA at

PDBj PDB ZPDBe

(f Jo 8 ]=)

News & Announcements

Memers

BPDBe [PDE ¢ BMR3 PDBj

wwPOB

Foundation

Download Archive

RCSB PDB fip | PDBe ftp | PDB) ftp
Instructiens
CoRE
SEAL)

© wwPDB.

Archive Snapshols

RCSBPDB | PDE}

Cite wwPDB:
Nature.

doi: 1.
Mors publicatios

toral Biology 10, 980 (2003)
1551203980

(J4. wwPDB AT ftp # 7 m—R¥& DOI landing page
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IIAL BAPAREEDO BRI IBITLY ., AN RTL~Ub JlfL ~)L OREE R O 3 fiRREH
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ICREZ I AL RI N G2 DHEMIE L TD, BCKE IS, il A A=V e 2 —0, 1T
DT =2 2—ORENHET D, PDBj b H AREWNCTRIERD & — D5 E - 38 H I T
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L. JOZL DL TRE 1> TEVIEDH S D~EF RS DI FEBI R 2 HEE L) T
I%. PDBj IZ 100% D H kA TECWDHEHAL TV,

[IZBHIE S TS T —Z R =AD& Z AU B AT B 6 JO #8145 Tl DBCL
S <° NBDC EDHHEATRD T, KV HIZAZ D TOEBRIN TELHITT THDA, resource 734 ¢
LTV RV WEA LRl T 5, K707 T L0%-Tlik, LV —@oE#EzHE T, fFHuv
KPS KIRREIRATICH M 2D DIE B LT — X CE DA DO B E A E D TN &7
[

[iFZetasa=T0, AR, BEKE R L OEEaS 2 =T 0 LO BRI OB TIE, FE
HEREDBIEENRDCRLTFHTHY | oL BB LFF I TEDD TIIRVMNEZ X TD, EEE,
PDBj CIT>TCWAT — XD LW E B FUZOW TR, FEERN 74— LIZKWEH THY, t
M2t 552 < D unpublished 7 —%% PDB &I UShE AL UE CRESE RNIKHL - 7 — A7 45
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