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BRFE LTI, FlR R —7 2 A7 — 2L Tk, BN 2T — 47+ —~vhThD

BAM/WIG 77 AV DT T 5,

PLEDOE B IZOWTIE, 7K EHEEIZ DDBJ/JGA IZ 8825 T LTINS T — &I oW T,
W IZB W GRS, EBRICHI A ATRERIE TF — 2 N—20—fRABRE Hig 4, (FEREIZ

FHEEEIZBWTEDIFEAE DNESE T TAHAIENTE,)

SRR 27 AR JE
BTN T — DS
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[ZOWTCEF 400 IS . CNBEET LT —Z|2, MR A~D T — 2D G5 T oT2T —H
R—2DOESEE1T9, UCSC Genome Browser TO4 ) AJFEFEIS WA VT, 5 —H%ENZ
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T —HEAB L TS T HMFE T, vV RUNDLLDET VAEY (Yv, Fob AT BT

- 11 -



TI A0y 2 ) ITONTH, ZREEIA —I7 AT —ZDINELETE T L CND, AFZEERE LA
JEITIR A E A Z ZFDIZEAE DT —HIIRFEETIZARMNREL /2D, ZILHIZ DN TH
[RIER DR A TN 95,

Rk 28 4R

<R A S M LT R = U DR & 5L

K ERRRIR, BEB MR HLWITEE T L RIZOWTT A, =8 ) A NTUATT T h— A
DEPEE T D NE— U S FEEATHIZ L TT —H_— 2O IR ZR A TR AR =< | Fniik
R E BN U L0EMER R RS AT AOBFEEITY, BARZIE, DARTANN—BIEI25E B
LT, ZOKREE CTONRY— HTT VR EERRIETHIG T 5, BAG T 2K 5725 L FE L
PEA RS Y B ED/NAT =4 | BAEFEEICR > CTHEEMZ R T EF L R-ER R T — 2D
AR 72 XA T &2 TD, ZHUCED ZNENDET LV RBET VEL THEET DERIR T
— X REOBT D, ZOEGTOWTHEIE, 7 —F_X—R(25EE ARSI 0D (TR,

LB, BRI A®U T IESH, AL TICHRBER T 77 R 2T 22 HVTA
BISNTCWAT — Xy e FRITRT,

-Eh (DS AAIRE, B HIE)

Data Data type . .
Data contents accession (Datasetst) Publication
SAEC (Normal Human Small RNA-seq (1),  A. Suzuki et al.,
Airway Epithelial Cell): DRA002311 ChIP-seq (8) NAR. 2014
RNA-Seq and ChIP-Seq d ’
Lung cancer 26 cell'lines:  pjp 01541 BS-seq (26)
Bisulfite sequencing
Lung cancer 26 cell-lines: DRA001846 RNA-seq (26) .
RNA-seq A. Suzuki et al.,
-lines: NAR, 2014
Lung cancer 26 cell hne:s DRA001859 gDNA (26)
Whole-genome sequencing
Lung cancer 26 cell-lines: .
ChIP-seq DRA001860 ChIP-seq (208)
. TSS-seq (1),
E;PtL(Hg’g‘l’;‘&‘S“h SRA003625 RNA-seq (4),
g8 ChIP-seq (4)
.. TSS-seq (1),
gll\}]zil) (Hypoxia with HIF1A  op \ 19360= RNA-seq (4),
ChIP-seq (4)
DLD1 (Normoxia with i Tanimoto et al.
HIF1A RNAI) SRA003625 TSS-seq (1) HUGO 3. 2011
DLD1 (Hypoxia with HIF2A i
RNAI) SRA003625 TSS-seq (1)
DLD1 (Normoxia with )
non-targetedRNAI) SRA003625 TSS-seq (1)
DLD1 (Normoxia with )
HIF2A RNAJ) SRA003625 TSS-seq (1)
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http://www.springerlink.com/content/n4q55h152j817105/
http://www.springerlink.com/content/n4q55h152j817105/

Beas2B overexpress STAT6

TSS-seq (1),

SRA008161 RNA-seq (1),
TL4+ ChIP-se((ll (4)
TSS-seq (1),
gf:_szB overexpress STAT6  op 1\ 103162 RNA-sélq (1),
ChIP-seq (4) Kanai et al.
Beas2B parent IL4+ DRA000017 TSS-seq (1) DNA Res., 2011
Beas2B parent IL4- DRP000018 TSS-seq (1)
Beas2B STAT6 siRNA-IL4+ DRA000021 TSS-seq (1)
Beas2B STAT6 siRNA- DRA000022 TSS-seq (1)
Beas2B STAT6 siRNA+ IL4+ DRA000019 TSS-seq (1)
Beas2B STATS6 siRNA+ DRA000020 TSS-seq (1)
TSS-seq (1),
Ramos IL4+ SRA008163 RNA-seq (1),
ChIP-seq (4)
TSS-seq (1),
Ramos IL4- SRA008164 RNA-seq (1),
ChIP-seq (4)
0 TSS-seq (1),
MCF7 02 21% SRA003625 ChIP-seq @  Teuchihara ot
MCF7 02 1% SRA003625 gi?;‘;gﬁ;) al. NAR. 2009
TSS-seq (1),
TIG 02 21% SRA003625 RNA-seq (1),
ChIP-seq (5) Tsuchihara et
TSS-seq (1), al., NAR, 2009
TIG 02 1% SRA003625 RNA-seq (1),
ChIP-seq (5)
TSS-seq (1),
HEK293 02 21% SRA003625 RNA-seq (1),  Tsuchihara et
ChIP-seq (1) al., NAR. 2009
HEK293 02 1% SRA003625 TSS-seq (1)
Hela TSS-seq (1)
Fetal Heart DRA000024 TSS-seq (1)
Fetal Kidney DRA000025 TSS-seq (1)
Fetal Liver TSS-seq (1)
Fetal Thymus TSS-seq (1)  Yamashitaet
Fetal Brain DRA000023 TSS-seq (1) al. Genome
Res., 2011
Brain DRA000026 TSS-seq (1)
Heart DRA000027 TSS-seq (1)
Kidney DRA000028 TSS-seq (1)
Adipose TSS-seq (1)
Adrenal TSS-seq (1)
Brain TSS-seq (1)
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http://www.ncbi.nlm.nih.gov/pubmed/21828071
http://www.ncbi.nlm.nih.gov/pubmed/21828071
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/19237398
http://www.ncbi.nlm.nih.gov/pubmed/21372179
http://www.ncbi.nlm.nih.gov/pubmed/21372179
http://www.ncbi.nlm.nih.gov/pubmed/21372179

Brain2 TSS-seq (1)
Breast TSS-seq (1)
Colon TSS-seq (1)
Heart TSS-seq (1)
Kidney TSS-seq (1)
Liver TSS-seq (1)
Lung TSS-seq (1)
Lymph TSS-seq (1)
Muscle TSS-seq (1)
Ovary TSS-seq (1)
Prostate TSS-seq (1)
Testis TSS-seq (1)
Thyroid TSS-seq (1)
UPF1 siRNA1 control RNA-seq (6)
UPF1 siRNA1 control RNA-seq (6)
UPF1 siRNA1 RNA-seq (6)
UPF1 siRNA2 RNA-seq (6)
UPF1 no siRNA1 RNA-seq (1)
A

Data contents

Data accession

Data type (Datasets#)

Publication

NIH3T3 TSS-seq (1)

Mouse embryo 7d ..

Mouse embryo 11d Wiiayaetal..
TSS-seq (4) Genome Inform.,

Mouse embryo 15d 2009

Mouse embryo 17d

10T1/2 Oh TSS-seq (1)

ATDC5 Oh TSS-seq (1)

ChIP-seq Th1,TH2 Hosokawa H. et

anti-Chd4 DRA000928 ChIP-seq,(8) TSS-seq  al.. Proc Natl

TSS-seq Th1,Th2 DRA000928 ® Acad Sci USA.,

ChIP-seq Th1,TH2 Ab

ChIP-seq Th1,TH2 GATAS3

ChIP-seq Th1,TH2
H3K27me3,H3K9ac,H3K4
me3

ChIP-seq 3xFlag-GATA3

GSE51079,SRP007
894
GSE51079,SRP007
894

GSE51079,SRP007
894

DRA001102
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ChIP-seq (2)

ChIP-seq (3)

ChIP-seq (5)

ChIP-seq (2)

2013

Hosokawa H. et

al., Proc Natl
Acad Sci USA.,
2013



http://www.ncbi.nlm.nih.gov/pubmed/20180274
http://www.ncbi.nlm.nih.gov/pubmed/20180274
http://www.ncbi.nlm.nih.gov/pubmed/20180274
http://www.ncbi.nlm.nih.gov/pubmed/23471993
http://www.ncbi.nlm.nih.gov/pubmed/23471993
http://www.ncbi.nlm.nih.gov/pubmed/23471993
http://www.ncbi.nlm.nih.gov/pubmed/23471993
http://www.ncbi.nlm.nih.gov/pubmed/24167278
http://www.ncbi.nlm.nih.gov/pubmed/24167278
http://www.ncbi.nlm.nih.gov/pubmed/24167278
http://www.ncbi.nlm.nih.gov/pubmed/24167278

DRA001102,

RNA-seq Th1,Th2 DRA00092S RNA-seq (3)
Yoshitane H. et
ChIP-seq Mouse Liver 1D4 DRA001050 ChIP-seq (20) al., Mol Cell Biol.,
2014
ChIP-seq Mouse Liver i
CLSP4 DRA001050 ChIP-seq (10)
RNA-seq Mouse Liver DRA001050 RNA-seq (8)
micro RNA-seq Mouse Liver DRA001050 miRNA (8)
RNA-seq Bmap Ko Mouse
. DRA001278
Liver RNA-seq (4)
NA- 4
RNA-seq WT Mouse Liver =~ DRA001278 RNA-seq (4)
i Tumes DJ. et al.,
ChIP-seq Th1,Th2 Ab GSE51079 ChIP-seq (3) Immunity.. 2013
ChIP-seq Th1,Th2 Ezh2 GSE51079 ChIP-seq (3)
Regl[-/] LPS stimulated ~ DRA003234 ChIP-seq (4) Mino T. et al.
Cell., 2015
Roquin [San/San] LPS DRA003234 ChIP-seq (4)
stimulated
TP3_wild_H3K27me3 DRA000485
Tanaka S. et al.,
ChIP-seq (2) Blood., 2012
TP3_KO_H3K27me3 DRA000486 ’
MLL_AF9_AML_Ezh2 WT 1 000487 ChIP-seq (1)
_input
TP3_4_input DRA000488 ChIP-seq (1)
Tet2 KD DRA000858 ChIP-seq (2)
Ezh2 KD DRA000858 ChIP-seq (2)
Muto T. et al., J
Tet2 Ezh2 KD DRA000858 ChIP-seq (4) Fxp Mod.. 2013
Kobayashi H. et
Blastocyst DRA000484 ChIP-seq (1) al., PLoS Genet.,
2012
ESC DRA000484 ChIP-seq (1)
GV_oocyte_Dnmt3L DRA000484 ChIP-seq (1)
GV_oocyte_wild DRA000484 ChIP-seq (1)
Sperm DRA000484
ChIP-seq (1) Kobayashi H. et
10.5 female PGC DRA000607 ChIP-seq (1) al.. Genome Res.,
2013
10.5 male PGC DRA000607 ChIP-seq (1)
13.5 female PGC DRA000607 ChIP-seq (1)
13.5 male PGC DRA000607 ChIP-seq (1)
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http://www.ncbi.nlm.nih.gov/pubmed/24591654
http://www.ncbi.nlm.nih.gov/pubmed/24591654
http://www.ncbi.nlm.nih.gov/pubmed/24591654
http://www.ncbi.nlm.nih.gov/pubmed/24238339
http://www.ncbi.nlm.nih.gov/pubmed/24238339
http://www.ncbi.nlm.nih.gov/pubmed/26000482
http://www.ncbi.nlm.nih.gov/pubmed/26000482
http://www.ncbi.nlm.nih.gov/pubmed/22677129
http://www.ncbi.nlm.nih.gov/pubmed/22677129
http://www.ncbi.nlm.nih.gov/pubmed/24218139
http://www.ncbi.nlm.nih.gov/pubmed/24218139
http://www.ncbi.nlm.nih.gov/pubmed/22242016
http://www.ncbi.nlm.nih.gov/pubmed/22242016
http://www.ncbi.nlm.nih.gov/pubmed/22242016
http://www.ncbi.nlm.nih.gov/pubmed/23410886
http://www.ncbi.nlm.nih.gov/pubmed/23410886
http://www.ncbi.nlm.nih.gov/pubmed/23410886

16.5 female PGC DRA000607 ChIP-seq (1)
16.5 male PGC DRA000607 ChIP-seq (1)
‘£ mutation (TCGA/ICGC Z DDA EIIFIER T — 4 « 1E 7 H AR NZE)
Number
Data provider Disease type of Reference
samples
National Cancer
Center Hospital Lun
East and g . 97 | PLoS One. 2013 Sep 12;8(9):e73484.
) . adenocarcinoma
University of
Tokyo
g:i‘;ﬁ“ll{ia?f:f Small cell lung < | J Thorac Oncol. 2014
P cancers Sep;9(9):1324-31.
East
43 of ICGC DCC . .
ICGC Project Codes 6,590 | https://dcc.icge.org/
Dr. Meyerson's Lung . .
. 183 | Cell. 2012 Sep 14;150(6):1107-20.
Lab. adenocarcinoma
Myelodysplasia 29 | Nature. 2011 Sep 11;478(7367):64-9
Dr. Ogawa's Lab. Cloar—coll 1
car-celirena 106 | Nat Genet. 2013 Aug;45(8):860-7
cell carcinoma
Gastric Nature. Published online 23 July
. 295
adenocarcinoma 2014
Urothelial
bladder 131 | Nature. 507 (7492):315-22.
carcinoma
Glioblastoma 291 | Cell. 155 (2):462-4717.
Clear cell renal 446 | Nature. 499 (7456):43-49.
cell carcinoma
TCGA Endometrial 373 | Nature. 497 (7447):67-73.
carcinoma
Acute myeloid 200 | NEJM. 368:2059-2074.
leukemia
Breast tumors 507 | Nature. 490 (7418):61-70.
Squamous cell 178 | Nature. 489 (7417):519:525.
lung cancers
Colon and rectal 924 | Nature. 487 (7407):330-337.
cancer
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Ovarian 316 | Nature. 474 (7353):609-615.
carcinoma
Glioblastoma 91 | Nature. 455 (7216):1061-1068.
Normal URL:http!//www.genome.med.kyoto-
HGVD (Japanese) 1,208 u.ac.jp/SnpDB
Normal . . ..
ToMMo Gapanes9) | 1,070 | UBLi/humandbs biosciencedbe
*Not open data 1B
JPDSC (Jap"?n Normal URL:http:/humandbs.biosciencedbc.
PGx Data Science J 2,994 | - -
. apanese) ip/hum0013-v1
Consortium)
ExAC Various disease 60,706 | URL:http://exac.broadinstitute.org/
-THEC (—fiALABH)

Data contents ac]c)east:iion Data type (Datasets#)
Cytotrophobalst, term placenta (XY) JKU001  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Cytotrophobalst, term placenta (XX) JKU002 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Cytotrophobalst, 1st trimester ) ) i
placenta (XY) JKU003  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Cytotrophobalst, 1st trimester ) ) i
placenta (XX) JKU004 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Cytotrophobalst, 1st trimester ) ) i
placenta (XX) JKUO015 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Syneytiotrophoblast, 2nd trimester JKU005 BS-seq (1), RNA-seq (1), ChIP-seq (7)
placenta
Syncytiotrophoblast, 2nd trimester JKU006  BS-seq (1), RNA-seq (1), ChIP-seq (7)
placenta
Syncytiotrophoblast, 1st trimester JKU007 BS-seq (1), RNA-seq (1), ChIP-seq (7)
placenta
Syncytiotrophoblast, 1st trimester JKU008 BS-seq (1), RNA-seq (1), ChIP-seq (7)
placenta
Extravillous cytotrophobalst, 1st JKUO016 RNA-seq (1), ChIP-seq (7)
trimester placenta ’

Extravillous cytotrophobalst, 1st JKU017 RNA-seq (1), ChIP-seq (7)

trimester placenta ’

E}I:;i:;letnal epitherium, follicular JKU009 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Endometrial epitherium, follicular JKUO010  ChIP-seq (7)

phase 4

f}?;is";net”al epitherium, secretory  ypyrg1]  Bg-seq (1), RNA-seq (1), ChIP-seq (7)
Endometrial epitherium, secretory JKUO12  ChIP-seq (7)

phase 4

Endometrial stroma cell JKUO013 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Endometrial stroma cell JKUO014 BS-seq (1), RNA-seq (1), ChIP-seq (7)
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http://www.genome.med.kyoto-u.ac.jp/SnpDB
http://www.genome.med.kyoto-u.ac.jp/SnpDB
http://humandbs.biosciencedbc.jp/en/hum0015-v1
http://humandbs.biosciencedbc.jp/en/hum0015-v1
http://humandbs.biosciencedbc.jp/hum0013-v1
http://humandbs.biosciencedbc.jp/hum0013-v1
http://exac.broadinstitute.org/

Aorta EC JTK001  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Aorta EC JTK002  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Pulmonary Artery EC JTK003  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Coronary artery EC JTK004  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Coronary artery EC JTKO005 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Umbilical vein EC JTK006  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Umbilical vein EC JTK007  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Aorta EC JTKO08  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Coronary artery EC JTK009  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Pulmonary Artery EC JTKO10  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Cardiac Microvascular EC JTKO11  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Endocardiac cells (ENDC) JTK012  BS-seq (1), RNA-seq (1), ChIP-seq (7)
Aorta EC JTK013  RNA-seq (1), ChIP-seq (3)
Pulmonary Artery EC JTKO014  RNA-seq (1), ChIP-seq (2)

Coronary artery EC JTK015 RNA-seq (1), ChIP-seq (3)

Umbilical artery EC JTK016  RNA-seq (1), ChIP-seq (2)

Umbilical vein EC JTK017  RNA-seq (1), ChIP-seq (2)

Umbilical vein EC JTKO018  RNA-seq (1), ChIP-seq (2)

Aorta EC JTK019  RNA-seq (1), ChIP-seq (3)
Brachiocephalic artery EC JTK020  RNA-seq (1), ChIP-seq (2)

Aorta EC JTK021  RNA-seq (1), ChIP-seq (2)

Coronary artery EC JTK022  RNA-seq (1), ChIP-seq (2)

Umbilical artery EC JTK023  RNA-seq (1), ChIP-seq (2)
Pulmonary Artery EC JTK024  RNA-seq (1), ChIP-seq (2)
Brachiocephalic artery EC (BCAEC)  JTK025  RNA-seq (1), ChIP-seq (2)

Common Carotid Artery (CCA) JTK026  BS-seq (1), RNA-seq (1), ChIP-seq (4)
Endocardiac EC JTK027  ChIP-seq (3)

Common Carotid Artery (CCA) JTK028  ChIP-seq (3)

Common Carotid Artery (CCA) JTK029  ChIP-seq (3)

Common Carotid Artery (CCA) JTK030  ChIP-seq (3)

Common Carotid Artery (CCA) JTK031  ChIP-seq (3)

Common Carotid Artery (CCA) JTK032  ChIP-seq (3)

Common Carotid Artery (CCA) JTK033  ChIP-seq (3)

Common Carotid Artery (CCA) JTK034  ChIP-seq (3)

Carotid Artery EC JTK035  ChIP-seq (3)

Subclavian Artery EC JTK036  ChIP-seq (3)

Common Carotid Artery (CCA) JTK037  ChIP-seq (3)

Umbilical artery EC JTK038  ChIP-seq (3)

Endocardiac EC JTK039  ChIP-seq (3)

Aorta EC JTK040  ChIP-seq (3)

Coronary artery EC JTK041  ChIP-seq (3)

Umbilical vein EC JTK043  ChIP-seq (3)

Umbilical vein EC JTK044  ChIP-seq (3)

Liver, hepatocytes JNC001 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Liver, hepatocytes JNC002 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Liver, hepatocytes JNC003 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Liver, hepatocytes JNC002 BS-seq (1), RNA-seq (1), ChIP-seq (7)
Liver, hepatocytes JNC003 BS-seq (1), RNA-seq (1), ChIP-seq (7)
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Liver, hepatocytes

Liver, hepatocytes, hepatitis B
virus-positive chronic hepatitis
Liver, hepatocytes, hepatitis C
virus-positive chronic hepatitis
Ascending colon, surface epitherial
cells

Ascending colon, surface epitherial
cells

Ascending colon, surface epitherial
cells

Ascending colon, surface epitherial
cells

Descending colon, surface epitherial
cells

Descending colon, surface epitherial
cells

Descending colon, surface epitherial
cells

Descending colon, surface epitherial
cells

Rectum, surface epitherial cells

Rectum, surface epitherial cells

Rectum, surface epitherial cells

Rectum, surface epitherial cells

Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells
Stomach, foveolar epitherial cells

JNCO004
JNCO005

JNC006

JNC0015

JNCO0016

JNCO0017

JNCO0018

JNCO0019

JNC0020

JNC0021

JNC0022

JNC0023

JNC0024
JNC0025
JNC0026
JNC0027
JNC0028
JNC0029
JNC0030
JNC0027
JNC0028
JNC0029
JNCO0030
JNC0027
JNC0028
JNC0029
JNC0027
JNC0028
JNC0029

BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)

BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)

BS-seq (1), RNA-seq (1), ChIP-seq (7)

BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1), RNA-seq (1)

BS-seq (1), RNA-seq (1), ChIP-seq (7)
BS-seq (1)

BS-seq (1)

BS-seq (1)

BS-seq (1)

(2) AR HIZBN - B BR - B B U7 S0 FH ] - 22k B AR
AWFFERETIRE T 57 — A 1E, REBEHFOLRINETIZT —XIUEL 1 IRFEFTIZE D
STEIT —ZZONTTHHD TH- T, TR U WG, 7 —F DEG, ABICREEIX
TRNEE Z T, BB, O CTOABEBOM/ N RN ONDLZEd o7, e LAT
—HBOERBITTELVBIETFICHERE L BIIEETIZABNZE TL WD T —& 'y NI Y44
FEDHMEBZ D, T —H_X—AP— = [Z O TUIRBH LN O T — 2R — 2% B
% EHAL TSR K FERFIEATE N ) AT 2 —DA— /=T B a—H—
AT LWz, [l 2 —TIEINETICL S DOEMIH KT DT — X EOEIIE H A
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STETEY, eERB AR kDT — 2B A BLR 2 BLE I DWW T R 22
ST, FEBHIOFKE TN T — X T2 B A D% 2, DDBJ/JGA X034 Clzia
IS TV DAL D Th o7z, LLE, ABFZEBIRICIT, RiEEMEORWERITIZEALE EEN
T BFERFE ORI TEITH 2 TREGHEE EEIR O HND ATRENE TRV EE 2 Tz,
ZD RITHOWTH MR ENZNEFR  HER LTz,

7, MM PEMESEIZ BT 55 2 7 12OV TCL AHFFE CRESES A IE IR AR I A< TR AN E
DRENMT BRETHHENIE X ITHASNT, FM FEEHED BRI HOWTITEE LD
ZEEUT, FEBRT, A TIEREND T —F_X—RZOW L, EERNOLZER LY
HFI <RI &2 FTREE L QD IWHEND — U BT — 2 |3 MM | &5 25 PRI FMER fF
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