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Membership

Co-chairs

Michael Schatz (Johns Hopkins)
Evan Eichler (U. Washington)

Members
Team Member Organization
Aaron Wenger PacBio
Alexander Hoischen Radboud, UMC
Alex Salazar Amsterdam UMC
Christine Beck The Jackson Laboratory
Emily Farrow Children's Mercy Kansas City
Greg Cooper HudsonAlpha Institute for Biotechnology
Henne Holslege Amsterdam UMC
John Greally Albert Einstein College of Medicine
James Lawior HudsonAlpha Institute for Biotechnology
Jane Grimwood HudsonAlpha Institute for Biotechnology
Jeremy Schmulz HudsonAlpha Institute for Biotechnology
Jonas Korlach PacBio
Juniper Lake PacBio
Kai Ye Xi'an Jiaotong University
Kiran Garimella Broad Institute
Mike Eberle PacBio
Peter Audano The Jackson Laboratory
Shinichi Morishita University of Tokyo
Steve Turner PacBio
Masao Nagasaki Kyushu University
Surakameth Mahasirimongkol Department of Medical Sciences, Thailand Ministry of Public Health
Susan Hiatt HudsonAlpha Institute for Biotechnology
Tomi Pastinen Children’s Mercy Kansas City

CoLoRS is an open consortium and welcoming to investigators who would like to add their HiFi data to this resource. We are
interested in both population control and patient cohorts, ideally those that have a specific emphasis on a better representation of
human genetic diversity.
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