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Masumoto, H., Sugino, A., and Araki, H. (2000). Dpb11 controls the association hetween DNA
polymerases o and ¢ ,and the ARS region of budding yeast. Mol. Cell. Biol. 20, 2809-2817.
Kamimura, Y., Tak, Y.-S., Sugino, A. and Araki, H. (2001). SId3, which interacts with Cdc45
(Sld4), functions for chromosomal DNA replication in Saccharomyces cerevisiae. EMBO J. 20,

2097-2107.
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1. Verkhusha, V. V., Otsuna, H., Awasaki, T., Oda, H., Tsukita, S., and [to, K. (2001). An enhanced
mutant of red-fluorescent protein DsRed for double labeling and developmental timer of neural
fiber bundle formation. J. Biol. Chem. 14, 29621-29624.
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1. Hishida,T., Iwasaki, H.,, Ohno, T., Morishita, T. and Shinagawa, H. (2001). A yeast gene, MGS1,
encoding a DNA-dependent AAA* ATPase is required to maintain genome stability. Proc. Natl.
Acad. Sci. USA. 98, 8283-8289.

2. Yamada, K., Kunishima, N., Mayanagi, K., Ohnishi, T., Nishino, T., lwasaki,H., Shinagawa, H., and
Morikawa, K. (2001). Crystal structure of the Holliday junction migration motor protein RuvB from
Thermus thermophilus HB8. Proc. Natl. Acad. Sci. USA. 98, 1442-1447.

3. Yoshikawa, M., Iwasaki, H., and Shinagawa, H. (2001). Evidence that phenylalanine 69 in
Escherichia coli RuvC resolvase forms a stacking interaction during binding and destabilizati on of
a Holliday junction DNA substrate. J. Biol. Chem. 276, 10432-10436.

4. Ariyoshi, M., Nishino, T., lwasaki, H., Shinagawa, H., and Morikawa, K. (2000). Crystal structure of the
Holliday junction DNA in complex with a single RuvA tetramer. Proc. Natl. Acad. Sci. USA. 97,
8257-8262.

5. Tsutsui, Y., Morishita, T., Iwasaki, H., Toh, H., and Shinagawa, H. (2000). A recombination repair gene
of Schizosaccharomyces pombe, rhp57, is a functional homolog of the Saccharomyces cerevisiae
RAD57 gene and is phylogenetically related to the human XRCC3 gene. Genetics 154, 1451-1461.
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. Segawa, H., Fukasawa, Y., Miyamoto, K., Takeda, E., Endou, H., and Kanai, Y. (1999). Identification
and functional characterization of a Na*-independent neutral amino acid transporter with broad
substrate selectivity. J. Biol. Chem. 274. 19745-19751.

Chairoungdua, A., Segawa, H., Kim, J.Y., Miyamoto, K., Haga, H., Fukui, Y., Mizoguchi, K., Ito, H.,
Takeda, E ., Endou, H., and Kanai, Y. (1999). Identification of an amino acid transporter associated
with the cystinuria-related type Il membrane glycoprotein. J. Biol. Chem. 274. 28845-28848.
Fukasawa, Y., Segawa, H., Kim, J.Y., Chairoungdua, A., Kim, D.K., Matsuo, H., Cha, S.H,, Endou, H,
and Kanai, Y. (2000). Identification and characterization of a Na*-independent neutral amino acid
transporter that associates with the 4F2 heavy chain and exhibits substrate selectivity for small
neutral D- and L-amino acids. J. Biol. Chem. 275. 9690-9698.

Kanai, Y., Fukasawa, Y., Cha, S.H., Segawa, H., Chairoungdua, A., Kim, D.K., Matsuo, H ., Kim, J.Y.,
Miyamoto, K., Takeda, E., and Endou, H. (2000). Transport properties of a system y *L neutral and
basic amino acid transporter; Insights into the mechanisms of substrate recognition. J. Biol.
Chem. 275, 20787-20793.

Kim, D.K, Kanai, Y., Chairoungdua, A., Matsuo, H., Cha, S.H., and Endou, H. (2001).Expression
cloning of a Na*-independent aromatic amino acid transporter with structural similarity to
H*/monocarboxylate transporters. J. Biol. Chem. 276. 17221-17228.
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1. Kawaguchi, M. (2000) Lotus japonicus ‘ Miyakojima’ MG -20. An early flowering accession
suitable for indoor handling. J. Plant Res. 113, 507-509.

2. Kawaguchi, M., Motomura, T., Imaizumi-Anraku, H., Akao, S., and Kawasaki, S. (2001) Providing
the basis of genomics of Lotus japonicus. the accession Miyakojima and Gifu are appropriate
crossing partners for genetic analyses. Mol. Gen. Genomics 226, 157-166.

3. Kawaguchi, M., Imaizumi-Anraku, H., Koiwa, H., Niwa, S., Ikuta, A., Syono, K., and Akao, S. (2002).
Root, root hair and symbiotic mutants of the model legume
Kotus japonicus. Mol. Plant Microbe Interac. 15, 17-26.
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Hino, S.-I., Kishida, S., Michiue, T., Fukui, A., Sakamoto, |., Takada, S., Asashima, M., and Kikuchi, A.
(2001). Inhibition of Wnt signaling pathway by Idax, a novel Dvl-binding protein. Mol. Cell. Biol. 21,
330-342.

Hinoi, T., Yamamoto, H., Kishida, M., Takada, S., Kishida, S., and Kikuchi, A. (2000). Complex
formation of adenomatous polyposis coli gene product and Axin facilitates glycogen synthase
kinase-3 (3 -dependent phosphorylation of 3 -catenin and down-regulates 3 -catenin. J. Biol.
Chem. 275, 34399-34406.

Kadoya, T., Kishida, S ., Fukui, A., Hinoi, T., Michiue, T., Asashima, M., and Kikuchi, (2000).
Inhibition of Wnt signaling pathway by a novel Axin -binding protein. J. Biol . Chem. 275,
37030-37037.

Kishida, S., Yamamoto, H., Hino, S.-1., Ikeda, S., Kishida, M., and Kikuchi, A. (1999). DIX domains

of Dvl and Axin are necessary for protein interactions and their ability to regulate B -catenin
stability. Mol. Cell. Biol. 19, 4414-4422.

Sakamoto, I., Kishida, S., Fukui, A., Kishida, M., Yamamoto, H., Hino, S.-I., Michiue, T., Takada, S.,
Asashima, M., and Kikuchi, A. (2000). A novel B -catenin binding protein inhibits f
-catenin-dependent Tcf activation and axis formation. J. Biol. Chem. 275, 32871 -32878.
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Takeuchi, H., Tsunenari, T., Kurahashi, T., and Kaneko, A. (2001).
Physiology of morphologically identified cells of the bull frog fungiform papilla. NeuroReport 12,
2957-2962.
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. Masuyama, N., Oishi, K., Mori, Y., Ueno, T., Takahama, Y., and Gotoh, Y. (2001). Akt inhibits the
orphan nuclear receptor Nur77 and T cell apoptosis. J. Biol. Chem. 276, 32799-32805.
Ura, S., Masuyama, N., Graves, J., and Gotoh, Y. (2001). Caspase cleavage of MST1 promotes

nuclear translocation and chromatin condensation. Proc. Natl. Acad. Sci. USA. 98,

10148-10153.

Morishima, Y., Gotoh, Y., Barrett, T., Takano, H., Davis, R. J., Shirasaki, Y., and Greenberg, M. E.

(2001). B -Amyloid induces neuronal apoptosis via JNK pathway activation and the subsequent

induction of Fas ligand. J. Neurosci. in press

Graves, J. D., Draves, K. E., Gotoh, Y., Krebs, E. G, and Clark, E. A. (2001). Both phosphorylation

and caspase-mediated cleavage contribute to regulation of the Ste-20-like Protein Kinase Mstl

during CD95/Fas-induced apoptosis. J. Biol. Chem. 276, 14909-14915.

Ura, S., Masuyama, N., Graves, J., and Gotoh, Y. (2001). MST1-JNK promotes apoptosis via

caspase-dependent and -independent pathways. Genes to Cells 6, 519-530.
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1. _Sasaki, Y. C., Suzuki, Y., Yagi, N., Adachi, S., Ishibashi, M., Suda, H., Toyota, K., and Yanagihara, M.
and Yagi, N. (2000). Tracking of individual nanocrystals using diffracted X rays. Phys. Rev. E. 62,

3843-3847.

Sasaki, Y. C., Okumura, Y., Adachi, S., Suzuki, Y., and Yagi, N. (2001). Diffracted X -ray
tracking:new system for single molecular detection with X -rays. Nucl. Instrum. Methods A, in

press.

Sasaki, Y. C., Okumura, Y., Adachi, S., and Yagi, N. (2001). Picometer-scale dynamical X -ray
imaging of single DNA molecules. Phys. Rev. Lett., 87, 248102-248105.
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1. Rocheleau, C. E., Yasuda, J., Shin, T. H., Lin, R., Sawa, H., Okano, H., Priess, J. R, Davis, R. J., and
Mello, C. C. (1999). WRM -1 activates the LIT -1 protein kinase to transduce anterior/posterior
polarity signals in C. elegans. Cell 97, 717-726.

Sawa, H., Kouike, H., and Okano, H. (2000). Components of the SWI/SNF complex are required
for asymmetric cell division in C. elegans. Mol. Cell 6, 617-624.
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1. Sekimoto, H.(2000). Intercellular communication during sexual reproduction of Closterium
(Conjugatophyceae). J. Plant Res. 113, 343-352,
Tada, T., Sekimoto, H., and Ohmori, M. (2001). Biochemical characterization of an adenylate
cyclase, CyaB1, in the cyanobacterium Anabaena sp. strain PCC 7120. J. Plant Res., in press.
3. Fukumoto, R., Dohmae, N., Takio, K., Satoh, S., Fujii, T., and Sekimoto, H. (2001). Purification and
characterization of a pheromone that induces sexual cell division in the unicellular green alga
Closterium ehrenbergii. Plant Physiol. Biochem., in press.
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1. Tada, M., Takahama, Y, Abe, K., Nakatsuji, N., and Tada, T. (2001). Nuclear reprogramming of
somatic cells by in vitro hybridisation with ES cells. Current Biology 11, 1553-1558.
Tada, T., Obata, Y., Tada, M., Goto, Y., Nakatsuji, N., Tan, S., Kono, T., and Takagi, N. (2000).
Imprint switching for non-random X -chromosome inactivation during mouse oocyte growth.

Development 127, 3101-3105.
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Inagawa, T., Kato, J., Niki, H., Karata, K., and Ogura, T. (2001). Defective plasmid partition in
ftsHmutants of Escherichia coli. Mol. Gen. Genomics 265, 755-762.
Yamaichi, Y., and Niki, H. (2000). Active segregation by the Bacillus subtilis partitioning system in
Escherichia coli. Proc. Natl. Acad. Sci. USA. 97, 14656- 14661,
Niki, H., Yamaichi, Y., and Hiraga, S. (2000). Dynamic organization of chromosomal DNA in
Escherichia coli. Genes Dev. 14, 212-223.

Hiraga, S., Ichinose, C., Onogi, T., Niki, H., and Yamazoe, M. (2000). Bidirectional migration of
SegA-bound hemimethylated DNA clusters and paring of oriCcopies in Escherichia coli. Genes
Cells 5, 327-431.

Niki, H., and Hiraga, S. (1999). Subcellular localization of pla smids containing the oriC region of
Escherichia coli chromosome, with or without the sopABC partitioning system. Mol. Microbiol. 34,
498-503.
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Nomura, K. H., Kobayashi, R., Hirabayashi, Y., Fujisue-Sakai, M., Mizuguchi, S., and Nomura,
K.(1998). Involvement of blood-group-B-active trisaccharides in calcium-dependent cell-cell
adhesion in the Xenopus blastula. Dev. Genes and Evolution 208, 9-18 .

(2000). 12,
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Kanayana, N., Fukue, C., Magari, M., Ohtani, K., Hikida, M., Yamada, M., Matsuda. S., and Ohmori, H.
(2001). Use of secondarily revised VH genes in IgE antibodies produced in mice infected with the
nematode Nippostrongylus brasiliensis. Immunol. Lett. 3, 181-186.
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Suda, M., Fukui, M., Sogabe, Y., Sato, K., Morimatsu, A., Arai, R., Motegi, F., Miyakawa, T.,
Mabuchi, |., and Hirata, D. (1999). Overproduction of elongation Factor la, an essential
translational component, causes aberrant cell morphology by affecting the control of growth
polarity in fission yeast. Genes Cells 4, 517-527.

Katayama, S., Hirata, D., Arellano, M., Perez, P., and Toda, T. (1999). Fission yeast a -glucan
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essential role in cell morphogenesis downstream of protein kinase C function. J. Cell. Biol. 144,
1173-1186.

Radcliffe, P.A., Hirata, D., Vardy, L., and Toda, T. (1999). Functional dissection and hierarchy of

tubulin-folding cofactor homologues in fission yeast. Mol. Biol. Cell 10, 2987-3001.

Suda, M., Yamada, S., Toda, T., Miyakawa, T., and Hirata, D. (2000). Regulation of Weel kinase in
response to protein synthesis inhibition. FEBS Letters 486, 305-309.
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1074-1085.

1999 3

- 182 -



mAb lotl

lotl

2 mAbD lotl

mAb lotl

western blotting

lotl

lotl
200,000

(MGIURY)

mAD lotl

COSs

lot1

mAblotl

mMGluR1

mGluR1

- 183 -

lotl

mMRNA cDNA
cDNA

cDNA

mAb lotl
mAb lotl



lotl
Lotl 1

Sato, Y., Hirata, T., Ogawa, M., and Fujisawa, H. (1998). Requirement for early-generated neurons
recognized by monoclonal antibody lotl in the formation of lateral olfactory tract. J. Neurosci. 18,

7800-7810.

Hirata, T., and Fujisawa, H. (1999). Environmental control of collateral branching and target
invasion of mitral cell axons during development. J. Neurobiol. 38, 93-104.

Tomioka, N., Osumi, N., Sato, Y., Inoue, T., Nakamura, S., Fujisawa, H., and Hirata, T. (2000).
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