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Descriptions

AW121336:Ul-M-BH2.2-aom-b-07-0-Ul.s1 Mus musculus cDNA
AF016294:Mus musculus Ets transcription factor (ELF3) mRNA
Y 15443:Mus musculus mRNA for 50C15 protein

L38971:Integral membrane protein 2

A1648850:uk29n07.x1 Mus musculus cDNA

X13297:Mouse mRNA for vascular smooth muscle alpha-actin
AW?230369:u062907.y1 Mus musculus cDNA
L17076:HnRNP-associated with lethal yellow

X70842:Kinase insert domain protein receptor
X81580:Insulin-like growth factor binding protein 2
AF081789:Mus musculus cell surface antigen AA4 (AA4) mRNA
X57349:M.musculus mRNA for transferrin receptor

D88612:Glial cells missing homolog (Drosophila), related sequence 1
Z38110:M.musculus PMP22 mRNA for peripheral myelin protein
AW122933:UI-M-BH2.1-apa-h-09-0-Ul.s1 Mus musculus cDNA
U58992:MAD homolog 1 (Drosophila)

D13664:Mus musculus osf-2 mRNA for osteoblast siecific factor 2

M95200:Vascular endothelial growth factor

X77952:Endoglin

X59047:M.musculus MD3 mRNA
Al838080:UI-M-ALO0-abv-e-12-0-Ul.s1 Mus musculus cDNA
Al848045:UI-M-AH1-agp-g-05-0-Ul.s1 Mus musculus cDNA
AJ132098:Mus musculus mRNA for Vanin-1

AJ250490:Mus musculus mRNA for receptor activity modifying protein 2 (Ramp2 gene)
AF093853:Mus musculus 1-Cys peroxiredoxin protein 2 gene
Al837005:UI-M-AJ0-aaz-g-12-0-Ul.s1 Mus musculus cDNA
L22977:Mouse A12 mRNA

Al451153:mt22h03.x1 Mus musculus cDNA
M83348:Carcinoembryonic antigen 6

U90662:Ephrin Al

M83348:Carcinoembryonic antigen 6

AJ223966:N-acetyl galactosaminidase, alpha

U34272:Mus musculus brain carcinoembryonic antigen (bCEA) mRNA
AF037437:Mus musculus prosaposin gene

AF090140:Mus musculus prolactin-like protein-Calpha precursor
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Clone 2
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Descriptions

AAB56550:vs22b01.r1 Mus musculus cDNA
Al848825:UI-M-AJ1-ahb-b-03-0-Ul.s1 Mus musculus cDNA
Al835989:UI-M-AJ0-abb-a-04-0-Ul.s1 Mus musculus cDNA
M32490:1Insulin-like growth factor binding protein 10
U22325:Faciogenital dysplasia homolog

L36062:Mus musculus nuclear-encoded mitochondrial steroidogenic acute regulatory protein (Star)
AAB881438:vx18h07.r1 Mus musculus cDNA
Z23066:Microphthalmia-associated transcription factor
U34277:Mus musculus PAF acetylhydrolase mMRNA
AF080090:Mus musculus semaphorin IV isoform b mRNA
AW125627:Ul-M-BH2.2-agj-h-03-0-Ul.s1 Mus musculus cDNA
Al834960:UI-M-AM1-afw-c-04-0-Ul.s1 Mus musculus cDNA
M33960:Mouse plasminogen activator inhibitor (PAI-1) mMRNA
U63387:Chromobox homolog 4 (Drosophila Pc class)
Z80941:M.musculus mRNA for semaphorin H

V00743:Alpha fetoprotein

U79573:Mus musculus apolipoprotein A-1 gene
AF004326:Angiopoietin 2

M70642:Fibroblast inducible secreted protein
Al850558:UI-M-BG1-aij-e-07-0-Ul.s1 Mus musculus cDNA
U95182:Guanylate cyclase activator 2b (retina)
AW121179:Ul-M-BH2.3-aok-a-06-0-Ul.s1 Mus musculus cDNA
D50586:Tissue factor pathway inhibitor 2

X13986:Mouse mRNA for minopontin
Al844626:UI-M-AL1-ahr-a-04-0-Ul.s1 Mus musculus cDNA
K02782:Mouse complement component C3 mRNA, alpha and beta subunits
AF011385:Decidual/trophoblast prolactin-related protein
M34603:Mouse proteoglycan core protein mMRNA
AF002719:Mus musculus secretory leukoprotease inhibitor gene
AW125478:UI-M-BH2.2-agm-c-03-0-Ul.s1 Mus musculus cDNA
U63146:Mus musculus retinol binding protein (RBP) mRNA
M58156:Mouse MHC (A.CA/J(H-2K-f) class | antigen
X75285:Fibulin 2

L12447:Insulin-like growth factor binding protein 5
X04653:Mouse mRNA for Ly-6 alloantigen (Ly-6E.1)
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Classification of imprinted genes

Peg

Pegl/Mest, Peg3, Peg5/Nnat,
Pegl0, Snrpn*, Ndn*,
Zfpl27*, Impact™, Kcnglotl*
repression Induction
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Imprinting

Paternal

BTG Igf2, Peg9/DIk1, Rasgrfl

Induction repression
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